ABSTRACT
INTRODUCTION
Withania somnifera(L.)Dunal is commonly known as ashwagandha and belongs to family 1988, Devi and Sharada, 1992 rheumatism, dropsy, low energy and arthritis (Trivedi et al. 2015) . The roots are also used as sedative for senile debility and for the prevention and inhibition of Alzheimer's disease (Kirtikar and Basu, 1975) .
Propagation of ashwagandha is done mainly by seed but seed viability is limited to one year.As the viability of seeds is less and because of viral attacks on seedlings, there is overwhelming demand for an alternative to traditional propagation method of cultivations.
Tissue culture techniques can play an important role in conservation, clonal propagation and qualitative improvement of this medicinally important plant (Sivanesan 2007 (Sheidai et al., 2010) . RAPD markers have been applied to many plant species to evaluate the clonal fidelity and genetic stability of the micropropagated plants. Somaclonal variation may be detected by using molecular marker such as RAPD and AFLP and by cytological studied (Sahijram et al. 2003) . Further, equal volume of chloroform: isoamyl alcohol (24:1) was added, mixed well by inversion and centrifuged at 12,000 rpm for 5 min. The top aqueous phase was collected using cut tips into a new microcentrifuge tube and equal volume of CTAB precipitation buffer was added, mixed and incubated on ice for 5 min. are incubation, microcentrifuge tube was centrifuged at 12,000 rpm for 5 min and supernatant was discarded. Fifty microliters of high salt was added into the microcentrifuge to dissolve the pellet. DNA was precipitated by addition of ice cold ethanol (2.5 volumes of the supernant) and mix gently by inversion.
MATERIALS AND METHODS

Callus
Microcentrifuge tubes were centrifuged at 12,000 rpm for 15 min and supernatant was discarded. DNA pellet was washed with 70% ethanol, air dried and dissolved in 30 μl of TE buffer (T 10 E 1 ).
Data Analysis
RAPD analysis of both genotypes was conducted by using 12 decamer arbitrary primers 
RESULTS AND DISCUSSION
RAPD analysis was performed to discriminate the different variants by using 12 random primers. The amplification profiles of different primers and level of polymorphism observed in different variants were as described in Table 1 . The primer OPA05 amplified 10 fragment of size ranging from 100 bp to 6.00 kbp. Out of total 10 bands, none of band were observed polymorphic. The primer OPA06 amplified 17 fragments with 23% polymorphism. The primer OPA07 produced 2 polymorphic bands out of total 17 bands obtained in these genotypes studied. The primer OPA10 yielded 14 band but none of polymorphic bands. The primer OPA11 showed 4 polymorphic bands with 33% polymorphism. The primer OPA14 generated 4 polymorphic with 28% polymorphism. The primers OPA17 and OPA19
polymorphism was found to be 37% and 50%, respectively. The primer OPB01 generated total 12 bands of size ranging from 250 bp to 8.00 kbp in all the genotypes studied. The primer OPB06 generated 13 bands (500 bp to 8.00 kbp) in all the genotypes studied. Out of the 13 bands generated by OPB06, 2 bands were found to be polymorphic with 15.38%
polymorphism . The primer OPC05 generated 5 bands of size ranging from 250 bp to 4.00 kbp. Out of total 5 bands, 1 bands were found to be polymorphic with 20% polymorphism.
The percentage polymorphism was found to be zero in the primer OPC12 while generated total 16 bands of size ranging from 250 bp to 8.00 kbp in all the genotypes studied (Figure 4 -5). 
